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GenoBrowser is preparing the install4j Wizard which
will guide vou through the rest of the setup process,

: I

Cancel |

Welcome to the GenoBrowser Setup
Wizard

This will install GenoBrowser on your computer,

It is recommended that you close all other
applications before continuing.

Click Mext to continue, or Cancel to exit Setup.

19SMO.IgOouan)

Figure 1 Setup Wizard ready to install GenoBrowser
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Select Destination Directory
‘Where should GenoBrowser be installed?

Select the Folder where wou would like GenoBrowset to be installed, then dick Mext,

“e Disque local (C:) w |

The program requires at least 103,85 MB of disk space,

l < Back ” ek = H Cancel ]

Figure 2 Select destination directory for GenoBrowsr
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Select Start Menu Folder ’
Where should Setup place the program's shortcuts? (
Select the Start Menu folder in which you would like Setup to create
the program's shortcuts, then click Mext,
N o
Create shortcuts for all users
[] oon't create a Start Menu folder
[ < Back ” Next = ] [ Cancel ]
Figure 3 GenoBrowser setup ready to install shortcais
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Select Additional Tasks ’
Which additional tasks should be performed? (
Select the additional tasks you would like Setup to perform while
installing GenoBrowser, then click Mext,
Additional icons:
Create a desktop icon
Create a Quick Launch icon
[ < Back ” Mext = ] [ Cancel ]
Figure 4 GenoBrowser setup proposes to create shout icons
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Information ’
Please read the following important infarmation before continuing. (

When vou are ready to continue with Setup, click Next.

GenoBrowser installation was successful.

You can find docurnentation about GenoBrowser on the Genostar web site at
Wi, Qenostar.com

If you have problems with GenoBrowser, send an email to
support@genostar . com describing the problem. Technical suppart will
respond as promptly as possible,

For GenoBrowser upgrades or to renew your GenoBrowser license, check the
Genostar web site at www.genostar.com

Figure 5 GenoBrowser installation successful

Completing the GenoBrowser Setup
Wizard

Setup has finished installing GenoBrowser on
your computer, The application may be launched
by selecting the installed icons.

Click Finish o exit Setup.

Run GenoBrowser
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Upgrade license. ..
Deactivate license...

About GenoBra

=
Licensze agreement and terms of use

Figure 7 Accept license agreement
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GenoErowser 1.4
Pleaze send your camments 1o info@Egenostar.com
Licenze: Bwaluation Yiewrlicenze Agreement. .
lzsued: 11523/09
Expires: 12427 /09
Licenze Number: genobrovser
{c] Cenostar Cenostarwweh site All rights reserved.
Wlapning: thiz computer pragram iz pratectad by copiright law
ahd international treaties. Unauth orized reprodu ction or
distribution of this pragram ar any portion of it may Fesult in
sewere Civil and criminal penalties, and will be prosecuted to the
maximum extent possible under the law.
Figure 8 Read the license agreement, then click OK
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License is expired
Pleaze choose one of the options below

i) | have a valid license file

(O] i weould like to purchase a Iic:ense|

| = Back H Mext = | ‘ Einlzh || Cancel |

Figure 9 Renewing your GenoBrowser license
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Get License
Please use one of the ways below to get a license
You may obtain a license by

& visiting our site ot Genostar web site
# contacting sales st info@genostar.com

Please click the Hext button after getting a license.

[ EBacH | [ mext= | [ Einish | [ caned |

Figure 10 Get your provisional GenoBrowser license
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License Location
Please specify the place where a valid license is located
Location; || |J
| = Back || Mext = | | Finish H Cancel |
Figure 11 Read in the provisional license file
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License Requires Activation
Please use one of the ways below to aclivate your license
® faciivate Offine]
| <gsct || net> | [ Finish | [ cancet |

Figure 12 Activate your provisional license to fullicense
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Activate License Offline
Please use one of the ways below to activale your license

License Number: genobrowser

==l

Activation Key:  LHJYM-UPSJQ-FRODS-U3MWD-LGBLY

You may activale this Bcense by:

[ <Back | [ wexts | [ Ewish | [ cancel |

Figure 13 Copy the activation key number and send to Genostar
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File Collection Chkject Query ‘Window
Services 4 = =9
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Figure 14 Configure Client-Server function for Gendrowser
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H[EN Collection Ohkject Query  Window

Start center

Cpen project

QI\ Save project k
Export as woarkspace. ..

Share project..
Change project ovwner ...

j ey warkspace Cirl-M
[ Open warkspace... Ctrl-0
ﬁ Save workspace Ctrl-5

Save workspace a5...
Recertly used ]

i | Workspace information...

Iinport ... ]
Export... ]

Figure 15 When GenoBrowser has been configured inli@nt-Server mode,
you will have access to shared Projects
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Figure 16 The Object "Feature" (yellow box on the ight) is connected to the Object "Sequence"
(vellow box on the left) through the Association "sLocatedOn" (blue box in the center)
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Figure 17 GenoBrowser Data Manager
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Figure 18 GenoBrowser Properties Viewer with four ndex tabs
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Figure 19 MapViewer open, Properties Viewer partidly visible
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Figure 20 Minimize the MapViewer to see the entiréroperties Viewer

ST A . /7 "# @

Figure 21 MapViewer showing a nucleotide sequencs its 6 reading frames
CDSs objects are purple highlighted
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Figure 22 Query Tool window shows graphic query andesults returned
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Figure 23 Building a query in Simple mode
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Figure 24 Building a Query graphically in Advancedmode
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Figure 25 Choose to read and import a flat file irEMBL format and select OK

Figure 26 Choose the file Bburgdorferi_ AE000783_GHat from Genome Reviews and select Open
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Figure 27 Accept the suggested EMB prefix and sele©K
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Figure 28 No map display is selected
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Figure 29 Create a new Collection of Objects fromhte imported EMBL data
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Figure 30 The Data Manager shows 3 new Collectioms the Collections Panel,
and 875 Objects for the IMPORT_EMBL_FILE Collection in the Objects panel
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Figure 31 Information index tab of the Properties Mlewer showing details for EMB_CDS_BB_0002
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Figure 32 Annotations index tab of the Properties \éwer
showing annotation for EMB_CDS_BB_0002
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Figure 33 Sequence index tab of the Properties Viewshowing

DNA sequence for EMB_CDS_BB_0002
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Figure 34 Protein index tab of the Properties Viewe
showing amino acid sequence for EMB_CDS_BB0002
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Figure 35 From the Object menu, select Map subsemqd features of selected sequence
to display a genomic map
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Figure 36 Select ‘Create a new map’ in a Six frame®rmat
to display the 3 direct and the 3 reverse readingdmes of the genomic sequence
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Figure 37 Map of the EMBL Borrelia burgdorferi chromosome from Genome Reviews
showing features on six reading frames
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Figure 38 Show map icon to display a genomic sequemin the Map Viewer
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Figure 39 Navigation tools allow you to enlarge oleicts and move around the map
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Figure 40 Display a genomic map in a circular view
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Figure 41 The circular view interactively shows thegenomic sequence part
while it is browsed in the Map Viewer... and vice grsa
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Figure 42 Draw the GC content and GC skew curves



Figure 43 Bookmark a genomic region of interest
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Figure 44 Easily and fastly navigate the genomic ngeto retrieve region of interest
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Figure 45 Remove unused bookmarks in the genomic mpa
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Figure 46 Reach the GA_FeatCds class in the model
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Figure 47 Choose the criterioris located onto constrain the search to a particular sequence
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Figure 48 Select the genomic sequenceBbrrelia burgdorferi for this search
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Figure 49 Search results
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Figure 50 Retrieve only predicted CDSs through th€Uncharacterized protein" annotation,
from the Add criteriamenu
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Figure 51 Save the query results as a Collection ofdividual CDSs
associated with the "Uncharacterized protein” annoation
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Figure 52 Save the query structure as a Query Colition
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Figure 53 The Query structure saved and displayedithe Queries list
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Figure 54 The Advanced mode index tab shows the quegraphically
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Figure 55 Define the first step of a Query as a CD8bject (GA_FeatCds)
in the Advanced mode
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Figure 56 The variable annotation is selected to astrain query
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Figure 57 Query constrained to find only CDSs withat characterized protein
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Figure 58 Define the second step of a Query as asgociation (GA_IsLocatedOn)
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Figure 59 Define the last step of a Query as a Segnce
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Figure 60 Select the "User Sequences" constraint ithe field Find in
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Figure 61 Completely defined query, in the form Obgct-Association-Object,
with Constraints defined on the GA_FeatCds Object ad the GA_Sequence Object
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Figure 62 This query has returned 62 CDSs that arbnked to an uncharacterized protein
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Figure 63 Create a new Collection of individual CDS
from the results of the Query
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Figure 64 The Map Viewer shows the 62 CDSs retriedgrom the query
in the Borrelia burgdorferi chromosome map
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Figure 65 Zoom in on the Map Viewer to see individal CDSs
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Figure 66 Save a workspace
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Figure 67 Save GenoBrowser workspace into the deftidolder
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Figure 68 Your manipulations of the data have beeraved into a Workspace that can be opened later
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Figure 69 GenoBrowser start center
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Figure 70 Loading the GenoBrowser Tutorial Workspae
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Figure 71 Object Collections folder expanded
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Figure 72 User sequences folder expanded, showing&quences in the Objects Panel
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Figure 73 Query Collections Folder expanded, showinPredicted CDS highlighted in Objects Panel and
query in Tool Panel Query Window (Advanced mode)
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Figure 74 Map Viewer as displayed upon opening thEenoBrowser Tutorial Workspace
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Figure 75 Use theChange selected objects appearamgaphics tool
to change the background color of a set of CDSs
@! C " 3@%n!'C#¥ @ " !C
C @ |/ % ' / 8 E /1

1&



Figure 76 Use the Transparency slider to lighten t background color of a set of CDSs
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Figure 77 Map Viewer showing a large number of supémposed CDS predictions
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Figure 78 Red and blue show unique CDSs, and purphows common CDSs,
calculated from different sources
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Figure 79 Select CDS 000022 from the Collection Bfrokov predictions
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Figure 80 Superposition of TIGR/Genbank CDS BB002and Prokov-computed PRK_CDS 000023,
overlapping with the Prokov-computed PRK_CDS_000022
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Figure 81 Popup shows superposition of TIGR/GenbanikDS BB0021
and Prokov-computed PRK_CDS_ 000023
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Figure 82 BlastX similarity hit BLX_NSIMILARITY_000 112
highlighted above CDS PRK_CDS_000022
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Figure 83 BlastX results show QUEA BACSU protein oBacillus subtilis
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Figure 84 BLX_NSIMILARITY_000113 corresponds to theQUEA_BACSU protein
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Figure 85 Select the blue CDS GBK_CDS BB00021 toesiés properties
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Figure 86 CDS GBK_CDS_BB0021 product annotation itsenBank
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Figure 87 BlastP results for CDS PRK_CDS_000022
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Figure 88 Manually updated Annotations data for CDSPRK_CDS_000022

Figure 89 Manually updated Annotations data for CDSPRK_CDS_000023



